
Hand, foot, and mouth disease (HFMD) is a 
contagious viral infection, which commonly 
affects young children under five years of age 
(Yu et al., 2019). HFMD is caused by serotypes 
of the Enterovirus A species, particularly 
enterovirus 71 (EV71) and coxsackievirus A16 
(CVA16), in the genus Enterovirus (Takahashi 
et al., 2016). Symptoms of HFMD usually 
include fever, sore throat and maculopapular 
or vesicular rashes on hands, feet and mouth, 
which resolve spontaneously. On the other 
hand, severe HFMD, which is often associated 
with EV71 infection, can lead to life-threatening 
cardiopulmonary and neurologic complications 
(Xu et al., 2015). 

Both EV71 and CVA16 are non-enveloped 
viruses, containing a genome of single-
stranded, positive-sense RNA with a single open 
reading frame (ORF) encoding a polyprotein. 
This polyprotein is further cleaved to form 
four structural proteins (VP1-VP4) and seven 
non-structural proteins (2A-2C, 3A-3D) (Guo et 
al., 2019). VP1 region is the main neutralising 
antigenic site and has higher genetic variability 
than the other capsid proteins, making it 
desirable for genotyping of enterovirus 
(Noisumdaeng et al., 2019). Based on the genetic 
diversity of the VP1 gene, EV71 is classified into 
seven genogroups (A-G), where genogroups B 
and C are more widely circulated throughout 
the world and consist of 11 genotypes, B0-B5 
and C1-C5; and two subgenotypes, C4a and 
C4b (van der Sanden et al., 2016). Meanwhile, 
CVA16 is classified into two genogroups (A 
and B), where B is the predominant genogroup 
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circulating worldwide. Genogroup B is further 
classified into two genotypes, B1 and B2; and 
three subgenotypes, B1a-B1c (Zhou et al., 2021). 

Studies have shown distinct geographic 
distribution for these enteroviruses and 
many genotypes emerge progressively with 
uneven global distribution. For instance, EV71 
genogroups D, G and H were only circulating 
in South Asia, while genogroups E and F were 
only found in Africa (Xu et al., 2021). Even 
within the same region, such as Malaysia and 
Singapore, the circulating genotypes were 
different between these countries (Xu et 
al., 2021). Besides, the predominance of the 
genotype circulating in a country changes over 
time. Genotype B3 was the predominant type 
that was associated with fatal cases in the 1997 
HFMD outbreak in Malaysia. Later in 2000, B4 
emerged as the predominant genotype and 
from 2003 onwards, HFMD in Malaysia was 
mainly caused by genotype B5 (Fong et al., 2021). 
Genotype changes are also observed in CVA16. 
Between 1997 and 2014, the predominant 
genotype of CVA16 found in Malaysia was B2. 
However, a recent outbreak in Sabah in 2018 
witnessed the emergence of subgenotype B1a 
as the predominant type, which has never been 
reported in Malaysia (Fong et al., 2021). Apart 
from that, a study by Ling et al. (2014) found 
another serotype of enterovirus, namely CVA6, 
to be the main type that caused HFMD in Seri 
Kembangan, Malaysia between 2012 and 2013. 

Currently, there is no treatment for HFMD 
and no vaccine is available in Malaysia. Even 
though HFMD is usually mild and self-limiting, 
severe HFMD can be an economic burden to 
the country, society and families of patients. 
Moreover, the significant rise in HFMD cases in 
Malaysia (Fong et al., 2021; Fong, 2022; Kaos Jr 
et al., 2022) can further increase this burden. To 
date, the world’s only EV71 vaccines are China’s 
three inactivated monovalent EV71 vaccines, 
which are based on the prominent genotype, 
C4 in the country (Li et al., 2021). Although 
the vaccine strain belongs to genotype C4, 

studies have found good cross-neutralisation 
against other major genotypes (Li et al., 2021), 
suggesting that China’s vaccines can protect 
people globally against HFMD caused by 
EV71. However, it was also reported that the 
three vaccines were not effective against 
non-EV71 serotypes (Tong et al., 2021). This 
is a concern since there is an increase in the 
emergence of non-EV71 serotypes, such as 
CVA6, CV10 and CVA16, as the main causative 
pathogens for HFMD. The ultimate goal is to 
have a globally representative HFMD vaccine 
that can protect against all major genogroups 
and genotypes of each enterovirus serotype. 
Efforts from local governments, international 
organisations and the pharmaceutical industry 
are needed to achieve this ultimate goal. 
Considering the changing epidemiology of 
HFMD, epidemiological studies are necessary 
to provide updated information on the current 
circulating strains, which is crucial for the 
development of multivalent vaccines. 

References

Fong, D. R. (2022, May 24). Twice the number of 
HFMD cases reported in Sabah this week. 
The Star. https://www.thestar.com.my/news/
nation/2022/05/24/twice-the-number-of-
hfmd-cases-reported-in-sabah-this-week 

Fong, S. Y., Mori, D., Rundi, C., Yap, J. F., Jikal, M., 
Abd Latip, A. L. L. B., Johnny, V., & Ahmed, 
K. (2021). A five‐year retrospective study on 
the epidemiology of hand, foot and mouth 
disease in Sabah, Malaysia. Scientific Reports, 
11, 17814. https://doi.org/10.1038/s41598-
021-96083-3 

Guo, H., Li, Y., Liu, G., Jiang, Y., Shen, S., Bi, R., Huang, 
H., Cheng, T., Wang, C., & Wei, W. (2019). 
A second open reading frame in human 
enterovirus determines viral replication 
in intestinal epithelial cells. Nature 
Communications, 10, 4066. https://doi.
org/10.1038/s41467-019-12040-9 

Kaos Jr, J., Vethasalam, R., Trisha, N., Iskandar, I. M., 
Devi, V., Chua, A., & Fong, D. R. (2022, May 
24). Klang Valley hit by over 6,000 HFMD 
cases. The Star. https://www.thestar.com.
my/news/nation/2022/05/24/klang-valley-
hit-by-over-6000-hfmd-cases 



3

The Need for a Vaccine Against Hand, Foot, and Mouth Disease in Malaysia

Li, Y., Gao, F., Wang, Y., Li, J., Zhang, Y., Lv, H., 
Wang, S., Yang, H., Liu, X., Li, K., Wang, H., 
Yin, Z., Liang, Z., An, Z., Mao, Q., & Feng, 
Z. (2021). Immunogenicity and safety of 
inactivated enterovirus A71 vaccines in 
children aged 6 – 35 months in China: A 
non-inferiority, randomised controlled 
trial. The Lancet Regional Health – Western 
Pacific, 16, 100284. https://doi.org/10.1016/j.
lanwpc.2021.100284 

Ling, B. P., Jalilian, F. A., Harmal, N. S., Yubbu, 
P., & Sekawi, Z. (2014). Detection and 
characterization of viruses causing hand, 
foot and mouth disease from children in Seri 
Kembangan, Malaysia. Tropical Biomedicine, 
31(4), 654 – 662. PMID: 25776590. 

Noisumdaeng, P., Korkusal, A., Prasertsopon, 
J., Sangsiriwut, K., Chokephaibulkit, K., 
Mungaomklang, A., Thitithanyanont, 
A., Buathong, R., Guntapong, R., & 
Puthavathana, P. (2019). Longitudinal study 
on enterovirus A71 and coxsackievirus A16 
genotype/subgenotype replacements in 
hand, foot and mouth disease patients in 
Thailand, 2000 – 2017. International Journal 
of Infectious Diseases, 80, 84 – 91. https://doi.
org/10.1016/j.ijid.2018.12.020 

Takahashi, S., Liao, Q., Van Boeckel T. P., Xing, W., Sun, 
J., Hsiao, V. Y., Metcalf, C. J. E., Chang, C., Liu, F., 
Zhang, J., Wu, J. T., Cowling, B. J., Leung, G. M., 
Farrar, J. J., van Doom, H. R., Grenfell, B. T., & Yu, J. 
(2016). Hand, foot, and mouth disease in China: 
Modeling epidemic dynamics of enterovirus 
serotypes and implications for vaccination. 
PLoS Medicine, 13, e1001958. https://doi.
org/10.1371/journal.pmed.1001958 

Tong, W. B., Wu, X. Q., He, M., Yang, F. J., Jiang, Y., Zhang, 
G., & Zeng, P. B. (2021). Epidemiological and 
etiological characteristics of hand, foot, and 
mouth disease before and after introducing 
enterovirus 71 vaccines in Sichuan, China: A 
6-year retrospective study. Chinese Medical 
Journal, 134 (24), 3017 – 3019. https://doi.
org/10.1097/CM9.0000000000001632  

van der Sanden, S. M. G., Koen, G., van Eijk, H., 
Koekkoek, S. M., de Jong, M. D., & Wolthers, 
K. C. (2016). Prediction of protection against 
Asian enterovirus 71 outbreak strains by 
cross-neutralizing capacity of serum from 
Dutch donors, the Netherlands. Emerging 
Infectious Diseases, 22 (9), 1562 – 1569. 
https://doi.org/10.3201/eid2209.151579 

Xu, B., Wang, J., Yan, B., Xu, C., Yin, Q., & Yang, D. 
(2021). Global spatiotemporal transmission 
patterns of human enterovirus 71 from 1963 
to 2019. Virus Evolution, 7 (2), 1 – 17. https://
doi.org/10.1093/ve/veab071 

Xu, M., Su, L., Cao, L., Zhong, H., Dong, N., Dong, Z., 
& Xu, J. (2015). Genotypes of the enterovirus 
causing hand foot and mouth disease in 
Shanghai, China, 2012 – 2013. PLoS ONE, 10, 
e0138514. https://doi.org/10.1371/journal.
pone.0138514 

Yu, L., He, J., Wang, L., & Yi, H. (2019). Incidence, 
aetiology, and serotype spectrum analysis of 
adult hand, foot, and mouth disease patients: 
a retrospective observational cohort study 
in northern Zhejiang, China. International 
Journal of Infectious Diseases, 85, 28 – 36. 
https://doi.org/10.1016/j.ijid.2019.05.016 

Zhou, Y., Tan L. V., Luo, K., Liao, Q., Wang, L., Qiu, Q., 
Zou, G., Liu, P., Anh, N. T., Hong, N. T. T., He, M., 
Wei, X., Yu, S., Lam, T. T-Y., Cui, J., van Doorn, 
H. R., & Yu, H. (2021). Genetic variation 
of multiple serotypes of enteroviruses 
associated with hand, foot and mouth 
disease in Southern China. Virologica Sinica, 
36, 61 – 74. https://doi.org/10.1007/s12250-
020-00266-7




